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J 67 515 
17 0 <210> SEQ ID NO: 3 
471 <211> LENGTH: 2070 
=472 <212> TYPE: DNA 
= l73 <213> ORGANISM: Homo sapiens 
17 5 <40 0> SEQUENCE: 3 

17 6 atggcccaag ccctgccctg gctcctgctg tggatgggcg cgggagtgct gcctgcccac 60 

177 ggcacccagc acggcatccg gctgcccctg cgcagcggcc tggggggcgc ccccctgggg 120 

178 ctgcggctgc cccgggagac cgacgaagag cccgaggagc ccggccggag gggcagcttt 180 

179 gtggagatgg tggacaacct gaggggcaag tcggggcagg gctactacgt ggagatgacc 240 

180 gtgggcagcc ccccgcagac gctcaacatc ctggtggata caggcagcag taactttgca 30 0 

181 gtgggtgctg ccccccaccc cttcctgcat cgctactacc agaggcagct gtccagcaca 360 

182 taccgggacc tccggaaggg tgtgtatgtg ccctacaccc agggcaagtg ggaaggggag 420 

183 ctgggcaccg acctggtaag catcccccat ggccccaacg tcactgtgcg tgccaacatt 480 

184 gctgccatca ctgaatcaga caagttcttc atcaacggct ccaactggga aggcatcctg 540 

185 gggctggcct atgctgagat tgccaggcct gacgactccc tggagccttt ctttgactct 600 

186 ctggtaaagc agacccacgt tcccaacctc ttctccctgc acctttgtgg tgctggcttc 660 

187 cccctcaacc agtctgaagt gctggcctct gtcggaggga gcatgatcat tggaggtatc 720 

188 gaccactcgc tgtacacagg cagtctctgg tatacaccca tccggcggga gtggtattat 780 

189 gaggtcatca ttgtgcgggt ggagatcaat ggacaggatc tgaaaatgga ctgcaaggag 840 
19 0 tacaactatg acaagagcat tgtggacagt ggcaccacca accttcgttt gcccaagaaa 900 

191 gtgtttgaag ctgcagtcaa atccatcaag gcagcctcct ccacggagaa gttccctgat 960 

192 ggtttctggc taggagagca gctggtgtgc tggcaagcag gcaccacccc ttggaacatt 1020 
19 3 ttcccagtca tctcactcta cctaatgggt gaggttacca accagtcctt ccgcatcacc 10 80 
194 atccttccgc agcaatacct gcggccagtg gaagatgtgg ccacgtccca agacgactgt 1140 
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195 tacaagtttg ccatctcaca gtcatccacg ggcactgtta tgggagctgt tatcatggag 1200 

196 ggcttctacg ttgtctttga tcgggcccga aaacgaattg gctttgctgt cagcgcttgc 1260 

197 catgtgcacg atgagttcag gacggcagcg gtggaaggcc cttttgtcac cttggacatg 1320 

198 gaagactgtg gctacaacat tccacagaca gatgagtcaa ccctcatgac catagcctat 1380 

199 gtcatggctg ccatctgcgc cctcttcatg ctgccactct gcctcatggt gtgtcagtgg 1440 

200 cgctgcctcc gctgcctgcg ccagcagcat gatgactttg ctgatgacat ctccctgctg 1500 

201 aagtgaggag gcccatgggc agaagataga gattcccctg gaccacacct ccgtggttca 1560 

202 ctttggtcac aagtaggaga cacagatggc acctgtggcc agagcacctc aggaccctcc 1620 

203 ccacccacca aatgcctctg ccttgatgga gaaggaaaag gctggcaagg tgggttccag 1680 

204 ggactgtacc tgtaggaaac agaaaagaga agaaagaagc actctgctgg cgggaatact 1740 

205 cttggtcacc tcaaatttaa gtcgggaaat tctgctgctt gaaacttcag ccctgaacct 1800 
= 206 ttgtccacca ttcctttaaa ttctccaacc caaagtattc ttcttttctt agtttcagaa 1860 
=4.07 gtactggcat cacacgcagg ttaccttggc gtgtgtccct gtggtaccct ggcagagaag 1920 
lH08 agaccaagct tgtttccctg ctggccaaag tcagtaggag aggatgcaca gtttgctatt 1980 
1209 tgctttagag acagggactg tataaacaag cctaacattg gtgcaaagat tgcctcttga 2040 

"210 attaaaaaaa aaaaaaaaaa aaaaaaaaaa 2070 

'p. 1 2 <210> SEQ ID NO: 4 

[213 <211> LENGTH: 501 

=214 <212> TYPE: PRT 

:215 <213> ORGANISM: Homo sapiens 

'b. 1 7 <400> SEQUENCE: 4 
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